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Personal details -
Nationality – British 							Date of Birth – 13 August 1980
Current Address – Graham Kerr Building, University of Glasgow
Current and previous employment:
31/7/2015 - current: Senior Lecturer – School of Life Sciences, University of Glasgow
2012 – 2015: Marie-Curie International Outgoing Research Fellow Molecular Ecology and Fisheries Genetics Laboratory, Bangor University, North Wales / Universite de Laval, Quebec
2009 – 2012: Post-doctoral Researcher FP7 researcher, consortium coordinator and administrator – ChagasEpiNet – London School of Hygiene and Tropical Medicine
2004 – 2008: PhD London School of Hygiene and Tropical Medicine; Molecular epidemiology of Trypanosoma cruzi
1999 – 2002: Honours Degree (2.i), Biological Sciences, Queen’s College, Oxford University
Research grants since 2012
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2018 – 2021- SAIC PhD studentship: Environmental DNA for low-cost monitoring of disease in Salmonid aquaculture 60K GBP
2017–2021 BEYOND 2020 (Burrishoole Ecosystem Observatory Network 2020) Marine Institute, Ireland Co-I 111,724 GBP
2017–2019: SalmoSim: A simulated in vitro Atlantic salmon intestinal microbiome system for pre-screening probiotics and feed additives. Scottish Aquaculture Innovation Centre PI. 101,643 GBP
2017-2020: A microbial basis for Atlantic Salmon Energetics. BBSRC-SFI. PI 587,859 GBP
2016–2018: Mucosal health and microbiota during sea lice parasitism: effect of oral delivery of immunomodulants - Co-Investigator. BBSRC-CONICYT CoI 57,655 GBP
2014 - 2017: Landscape genetics of Trypanosoma cruzi in Southern Ecuador NIH, CoI 17,012 GBP
2015-2017: Leishmaniasis in the Brazilian Amazon: the role of accessory microbiota in disease progression, pathobiology and immunity – MRC-CONFAP CoI 17,012 GBP
2012-2015: Marie Curie Fellowship – Ecological genomics of Salmonid microbiomes in health and disease EC PI 

Invited speaker:

Congreso Latinoamericano de Parasitología, Bogota, Colombia, 2011; XXII Brazilian Congress of Parasitology, 2011; 5th Paris Workshop on Genomic Epidemiology, 2013; British society of Parasitology Autumn meeting, 2015; 8° Symposium Eco-evolutionary dynamics, 2015; 1st Fish Microbiome conference, Trondheim, 2017; ARCH Aquaculture UK workshop, Aberdeen, 2018 

Journal Editor

Frontiers in Microbiology, Proceedings of the Royal Society of London, Series B

Journal Reviewer

PLoS Pathogens, Trends in Parasitology, Fish & Fisheries, Molecular Ecology, Scientific Reports, PLoS Neglected Tropical Diseases, Parasites and Vectors, Infection Genetics and Evolution, Tropical Medicine and International Health, Memorias do Owaldo Cruz, American Journal of Tropical Medicine and Hygiene, Parasitology Research, Acta Tropica, Annals of Tropical Medicine and Hygiene
Languages
English – native. Spanish & French - fluent, Portuguese – conversational.
Grant Reviewer
BBSRC, University of Wisconsin Aquatic Sciences Center, USA; CONACIT, Chile; Research Foundation, Flanders, Belgium,
PhD Examiner
External: University of Stirling, 2016 (1); Royal Veterinary College, 2018 (1) Internal: School of Engineering 2016 (1), BAHCM 2016/17 (3))
Recent Press 
2016 – BBC Radio Scotland prime time (7 am) live interview – SalmoSim; 2016 - Press and Journal – 300 word article – SalmoSim.
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